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Abstract:  spp are important zoonotic protozoan parasites that infect more than 280 species of vertebrate animals and can Cryptosporidium
cause acute or chronic diarrhea and even death. For the purpose of determining the  species that infect dogs, this study was Cryptosporidium
designed. One hundred dogs fecal samples were collected from both sexes and different age groups, in Babylon and Al-Qadisiyah provinces / 
central of Iraq, from November 2020 to Jun 2021. Each sample was subject to nested PCR assay method using two sets of primers to amplify 
small subunit ribosomal RNA gene, followed by sequencing and phylogenetic analysis to determine the  species. The Cryptosporidium
prevalent rate of infection with  spp was 12%, where the females (14.81%) and youngers (25%) recorded the highest rate. The Cryptosporidium
sequencing and phylogenetic assay identified two  species  and .  in these two referred Cryptosporidum C. parvum C. canis Cryptosporidium
species are an endemic protozoan in study area, the sex and age have no significant effect on infection occurs.
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Cryptosporidium parasite required one host to complete 

its direct life cycle (monoxenous life cycle), approximately 

two days, with prepatent period of 3-10 days according to 

many factors as age, sex, host immune, species virulence 

and infection site (Bouzid et al 2013, AL-Mudhafar et al 

2020). Cryptosporidiosis remains a clinically significant 

opportunistic in immune-compromised hosts causing 

potentially life-threatening diarrhea (Chalmers 2013). 

Epidemiological studies have publicized that the most 

important ways of transmission are water born, human-

animal and dog to dog contact (Zahedi and Ryan 2020). 

Prevalence of  infection is correlated with a Cryptosporidium

variety of parameters, such as sampling, age, season, 

country and interaction with domestic animals. Immune-

compromised hosts are more susceptible than healthy hosts 

(Aldeyarbi et al 2016). Chalmers et al (2013) confirmed that 

the symptoms of cryptosporidiosis are not pathognomonic; 

laboratory verification is required to confirm the diagnosis. 

This is usually done by the detection (presence or absence) 

of oocytes in stool samples by a microscopic examination of 

smears stained with tinctorial stain (usually acid fast, such as 

modified Ziehl-Neelsen stain), fluorescent stain (such as 

auramine O), or immune-fluorescent stain. In last decade 

polymerase chain reaction (PCR) technique is used as a 

confirmative or protozoan species determination (Chalmers 

et al 2013, Mahmoud et al 2019).  spp Cryptosporidium

coccidian parasite is an untreated parasite in dogs (Fayer R 

2008, Aldeyarbi et al 2016, Bustani and Baiee 2021).

To prevent the distribution and decrease the infection 

(Natapol and Supawadee 2018, Baiee et al 2020) indicated 

the necessity of treating raw water taken from rivers through 

series of processes, including coagulation, flocculation, 

sedimentation, and filtration. Also boiling the water is the 

most reliable way to decontaminate drinking water that may 

be contaminated by  (Alibraheemi et al Cryptosporidium

2021). The study was conducted for incidence of 

cryptosporidiosis with related risk factors in dogs, and to 

determine the  species.Cryptosporidium

MATERIAL AND METHODS

This study was conducted during November 2020 to 

June 2021 in Babylon and Al-Qadisiyah provinces located in 

central Iraq, between latitude 31.97 and 32.50˚N, and 

longitude 44.58 and 45.83ºE. About 5 grams of fecal samples 

were collected from 100 stray and housed dogs (46 males 

and 54 females) with different ages groups included less than 

2 years, 2-4 years and more than 4 years. These samples 

were kept in sterile disposable plastic containers on which 

the required information of each dog were fixed, and then 

transported in cold conditions to the laboratory of 

parasitology in College of Veterinary Medicine / University of 

Al-Qadisiyah for the laboratory examination. DNA was 

extracted from each fecal samples by using Presto™ Stool 

DNA Extraction Kit (Geneaid/Taiwan) according to 

manufacturer's instructions. The purity of extracted genomic 

DNAs were checked by using Nanodrop spectrophotometer 
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